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T4, F QPCR Fll Western blot J7 kA siRNA %F Runx2 ZER AUIIHIRER . R Runx2 siRNA2 )4 &0l 5 56 7o s+
A Runx2 SERI AR, Bl siRNA2 Z9K BT 50 nmol/L 351 100 nmol/L £ 200 nmol/L, I 32 Wi 3 (P <0. 05) ;
SIRNA2 DIZHEE 200 nmol/L #54LJ5 48 h MHISCREGR , 72 h B #ik 35 , B4 B3k (P <0.05) . £5i8  NiFH RNA THiH:
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Design of Runx2 specific siRNA and its silencing effect on rabbit bone marrow mesenchymal
stem cells
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Abstract: Objective To investigate the inhibitory effect of Runx2 specific small interfering RNA ( siRNA) on Runx2 gene
expression in rabbit bone marrow mesenchymal stem cells, and to screen the most efficient Runx2 specific siRNA. Methods
According to the principle of siRNA design, Runx2 specific siRNA (13) was designed and the rabbit bone marrow mesenchymal
stem cells were transfected. The expression level of Runx2 gene was detected using real-time quantitative PCR and Western blotting.
Results Endogenous Runx2 expression was efficiently blocked in bone marrow mesenchymal stem cells by Runx2 siRNA-= in a
dose and time dependent manner. The expression of Runx2 decreased significantly along with the increase of the concentration of
siRNA-2 from 50 nmol/L to 100 and 200 nmol/L. After 48h transfection with 200 nmol/L siRNA-2, the inhibitory effect was the
strongest. It decreased after 72 hours, but the inhibition was still obvious (P <0.05). Conclusion The expression of Runx2 in
bone marrow mesenchymal stem cells can be efficiently blocked in a dose and time dependent manner by specific siRNA.
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Fig.1 Different inhibitory effect of Runx2 siRNA 13

1.0t

Runx2%

1

on Runx2 expression
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blank;n =4
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Fig.2 Different inhibitory effect of Runx2 siRNA 13
on Runx2 expression
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Transfection of Runx2 siRNA-2 inhibits the
mRNA levels of Runx2 in a dose dependent manner
1:blank;2:50 nmol/L siRNA-2;3:100 nmol/L siRNA-
2:4:200 nmol/L siRNA2; “ P <0.05 vs blank;n =3
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Fig. 4
mRNA levels of Runx2 in a time dependent manner
1:blank; 2:200 nmol/L siRNA-2 24 h; 3.200 nmol/L
siRNA=2 48 h;

4200 nmol/L; siRNA2 72 h™ P <0.05 vs blank;n =3

Transfection of Runx2 siRNA-=2 inhibits the
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