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Literature study on miR and bone metabolism related signaling pathway based on PubMed
database
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Abstract: Objective To study the regulation mechanism of miR on bone metabolism through signaling pathway. Methods
The literatures of miR and bone metabolism related signaling pathways were searched from PubMed database from 2000 to 2016.
The function of the related miR was analyzed and classified. Results A total of 949 articles were retrieved and 140 articles were
included according to the inclusion and exclusion criteria. It showed that main studies of miR were related to classical signal
pathways. The mechanism of miR on osteoporosis included its impact on osteoblasts, the impact on osteoclasts, the effect on bone
marrow mesenchymal stem cells, and the effect in calcium metabolism. Conclusion MiR plays an important role in the regulation
of bone metabolism through signaling pathways. It can be used as a potential serum marker for the diagnosis and treatment of
0Steoporosis.
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Table 1 miR regulated signaling pathways associated with bone metabolism
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Table 2 The major bone metabolic signaling pathways related to miR.
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