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Abstract;: MicroRNAs are a class of non-coding RNAs possessing regulatory function. They regulate gene expression in
posttranscriptional way and play a vital role in the regulation network of biological signals. MiRNAs are closely related to
osteoblastic differentiation, bone regeneration and reconstruction. Aberrant expression of miRNA result in a series of bone
metabolism-related diseases, such as osteoporosis. Due to the crucial role of miRNA in the regulation of bone metabolism, this

review mainly focuses on the functions of miRNA in the process of osteoblastic differentiation and pathogenesis of osteoporosis,

which may provide new directions for the treatment of bone metabolism-related diseases.
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