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Advances on the effects of IncRNA on bone metabolism related signaling pathways
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Abstract: IncRNA (long non-coding RNAs) is involved in a variety of biological processes and plays an important role in gene
expression, such as transcriptional regulation, epigenetic modification and post-translational modification of proteins, which leads to
the loss of protein-coding ability. The disorders of IncRNA are closely related to osteoporosis. IncRNA is a biomarker in the
metabolic process of osteoporosis and the mechanism of IncRNA regulation of bone metabolism related signaling pathway is
complex. With the development of epigenetics, IncRNA will provide a new target for the diagnosis, treatment and prognosis of
osteoporosis. In this paper, we summarized the influence of IncRNA on bone metabolism from three aspects: the relationship
between IncRNA and osteoblast differentiation-related signal pathway, the relationship between IncRNA and osteoclasts
differentiation-related signal pathway, and the relationship between IncRNA and calcium-related signal pathway.
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1.1 IncRNA 35 Wnt/B {551 1%

B-catenin 422 ML Wnt 15 53 3% 0 o8 15 Bl
AR B R F Wit/ B 15 5 BEVE 19 1A 41 it 1)
oAk BGTE K DR A5 A E I 2 D) Re T4
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2 2IHESY IneRNA TE48 28 I B RSTUAAAE B BF R AIE
(1) 2R FRAE S AR I 465 BT R | 20 s B B
BB UEA 8 A3 [F] 22 5% 335 IncRNA 2 5455
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