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Analysis of differentially expressed proteins in whole blood in the treatment of postmenopausal
osteoporosis with Qianggu decoction by LC-MS
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Abstract. Objective To screen and analysis of whole blood differential proteins in postmenopausal osteoporosis patients treated
with Qiangguyin and untreated postmenopausal osteoporosis patients by LC-MS, and to explore the mechanism of Qiangguyin in the
treatment of postmenopausal osteoporosis. Methods In this study, the whole blood protein was detected by liquid chromatography-
tandem mass spectrometry in the treatment group (n =7) and the control group (n = 8), and the differential proteins were
quantitatively analyzed. Results A total of 91 differential proteins were screened from the whole blood of Qiangguyin treatment
group and control group. Among them, 31 proteins were significantly up-regulated and 60 proteins were significantly down-
regulated. GO function annotation and functional analysis were performed on all identified proteins, and it was found that the up-
regulated differential proteins were mainly located in the cytoplasm, almost all in the cells, while 22% of the down-regulated

proteins were outside the cell, 36% were in the cytoplasm, and 1 was cytoskeletal protein. The main activities involved in
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differential proteins are single biological processes, metabolic processes, biological regulation, and responses to stimuli. The

molecular functions are mainly catalytic activity, molecular function regulators and structural molecular activities. Conclusion LC-

MS can effectively screen out the differential proteins of Qianggu Decoction in the treatment of PMOP. The mechanism of

Qiangguyin in the treatment of postmenopausal osteoporosis is the result of a variety of protein molecules involved, its key targets

and specific regulation. The mechanism needs to be further explored and veritied.
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Table 1 The subcellular localization of up-regulated
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The subcellular localization of down-regulated

differential proteins
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Fig.1 PPI network diagram of differential proteins
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